
samp I e ID: 37 Sequence No.: 00037 Sampler Position: 37

Concentration (ug/L

0.066

<277
RSD ( 7. ) : 5.2Mean Cone (ug/L 2 1.8 SD 1.13) :

Samp Ie ID: 38 Sequence No. 00038

) :

577+^3) :

Mean Cone (ug/L ) : 40.4 SD : RSD (7.) : 5.4

sequence No.: 00039

concentration (ug/L

o. 033
-0.005 OJb. Co& (°)) ■■

RSD (7.) :SD : 0.29 28 . 1Mean cone < ug/L ) : -1.0

NO . 00040SequenceSample ID: 40

) :

189) :

Peak He ignt (A >; o.o13
Background Pk Height (A): 0.024

Peak Height (A): 0.009
Background Pk Height (A): 0.020

Peak Height (A): 0.198
Background Pk Height (A): 0.025

Peak Height (A); 0.141
Background Pk Height (A); 0.056

Peak Height (A): 0.138
Background Pk Height (A): 0.057

Peak Height (A); 0.255
Background Pk Height (A): 0.063

Peak Height (A): 0.238
Background Pk Height (A); 0.066

Peak Height (A): 0.200
Background Pk Height (A): 0.026o . 037

0.143
32.8

Peak Area (A-s): 0.173
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concent ration (ug/L

0.072
0.182

4 1.9

0.038
0.142

32.7

0.057
0.091

2 1.0

0.070
0.169

38.8

sampler position: 39

Sampler Position: 38

Sampler Position: 40

Peak Area (A-s): 0.001
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

0.027 
-0.004

-0.8

Peak Area (A-s); 0.147
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.096
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

73%
2.18

Peak Area (A-s): 0.147
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):
Concentration (ug/L

Sample ID: 39

Peak Area (A-s): 0.187
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): -0.001
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L ): -1.2

Peak Area (A-s); 0.103
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 0.098 
concentration (ug/L ); 22.6



OA-. CM.5«3^
33

Mean cone < ug/L ) : 32.8 SD : 0.10 RSD (7. ) : 0.3

. 100



(K) sRicm
AS_CLP

As_data
L i near

Sequencesampie ID: B l ank no.: oooo1 samp I er Pos i t i on ■■ 1

Mean Pk Area (A-s): o. ooo o.0047 BSD (7.): 345.2SD :

Auto-zero performed.

Sample ID: standard 1 sequence No.: 00002

i *« i

Peak He ignt (A ) ■■ 0.116
Background Pk Height (A): 0.019

Peak Height (A): 0.016
Background Pk Height (A): 0.022

Peak He ight (A) : 0.015
Background Pk Height (A); 0.114

0.019
0.098

Element: As
Time: 11:42
lD/we i ght File; 
Calibration Type:

Sampler Position; 2

Element File. , 
Date; 11/03/87 
Data storage File:
Technique: HGA

Peak Area (A-s): 0.004
Background Pk Area (A-s): 0.014
Blank Corrected Pk Area (A-s): o.004

Peak Area (A-s); 0.098 
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);

Peak Area (A-s); -0.003
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

o . 047
-0.003



RSD(7. ): 5.6O.0053Mean Pk Area (A-s): SD :0.094

20.0]Standard number 1 applied. [

00003sample ID: standard 2 No.sequence

o . 027

) ;

Concentration (ug/L

RSD(7. ) : 2.833.2 SD : 0.94Mean cone (ug/L ) :

35.0]standard number 2 applied. c

NO.: 00004sample ID: standard 3 sequence

) :

) :

RSDC/.) : 6.23.175 1.5 SD :Mean cone (ug/L ) :

50.0]Standard number 3 applied. [

00005sequence No.■Sample ID: 5

-o.005

) :

0.005

Cov^ Cafl.. (o)) :

RSD(7.) : 206 . 1SD : 1 . 46(ug/L ) : -0 . 1Mean cone

00006sample ID: 6 Sequence No.

Peak Height (A); 0.014
Background Pk Height (A): 0.020

Peak Heignt (A): 0.017
Background Pk Height (A); 0.020

0.020
0.091

Peak Height (A): 0.194
Background Pk Height (A); 0.023

Peak Height (A): 0.270
Background Pk Height (A): 0.028

Peak He ight (A): o.188
Background Pk Height < A) •• 0.021

Peak Height (A); 0.280
Background Pk Height (A); 0.026

peak Height (A) •• 0.104
Background Pk Height (A)■ 0.021

0.022
0.243

53.7

Peak Area <A-s): 0.223
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration (ug/L

0.028
0.160

33.8

Peak Area ( A-s ) ■■
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s ) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concent ration (ug/L

0.033
0.223

49.2

0.014
0.004

0.9

Peak Area (A-s): 0.091
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

0.019 
-o.005

-1.2

Sampler Position: 4

sampler position: 3

Sampler Position; 6

... 192

sampler Position: 5

Peak Area (A-s): 0.244
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.160
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) ;

Peak Area (A-s): 0.154
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 0.153
Concentration (ug/L ); 32.5



) :

) : 42
RSD ( 7. ) : 1.8(ug/LMean cone 40.3 SD : 0.74) :

00007Sequence No .Samp Ie ID; 7

0.044

) :

0.048

) :

RSD (7.) : 3 . 1Mean cone (ug/L ) : 18.0

00008 Sampler Position: 8sample ID: 8 Sequence No.

) :

) :

RSD (7. ) :SD :37.6Mean cone ( ug/L ) :

©NO.: 00009 Sampler Posi t i on:Samp Ie ID: 9 Sequence

0.055

Concentration (ug/L

0.054

c27a y*.a3) :

RSD (7.) : 6.6SD : 1 . 5022.8< ug/L ) :Mean cone

""'l-gg—-

ic\ps

0.085
18.4

0.023
0.188

40.8

0.054
0.173

37.6

Peak Height (A): 0.089
Background Pk Height (A);

Peak Height (A): 0.126
Background Pk Height (A):

Peak He ight (A): 0.125 
Background Pk Height (A);

Peak Height (A): 0.100
Background Pk Height (A):o . 052

0.081
17.6

0.052
0.174

37.6

Peak Height (A)-. 0.203
Background Pk Height (A): 0.055

Peak Height (A): 0.227
Background Pk Height (A): 0.026

Peak Height (A): 0.209
Background Pk Height (A): 0.052

370 1-30
0.0

sampler Position: 7

Peak Area (A-s): 0.189
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.174
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.174
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.01

Peak Area (A-s): 0.110
Background Pk Area (A-s): 0.055
Blank corrected Pk Area (A-s): 0.110 
Concentration (ug/L ): 23.9

Peak Height (A): 0.221
Background Pk Height (A): 0.020

Peak Area (A-s): o.085
Background Pk Area (A-s): 0.044
Blank Corrected Pk Area (A-s); 
concent ration (ug/L

Peak Area (A-s): 0.184
Background Pk Area (A-s): 0.027
Blank corrected Pk Area (A-s): 0.183 
concentration (ug/L ): 39.8

peak Area (A-s): 0.101
Background Pk Area (A-s); 0.056
Blank Corrected Pk Area (A-s): 0.100 

): 21.7

Peak Area (A-s): 0.082
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

0.56



Samp Ie ID; 10 000 1 0sequence No. sampler Position: 1 0

Concentration (ug/L

) :

Mean cone (ug/L ) : 42.0

Samp I e i D ■■ 1 1 Sequence No.; ooo 1 1 Sampler Position; 1 1

o . 063

60) :

0.059

a"7G>) :

Mean Cone ( ug/L ) ; 25.3 SO ; 0.10 RSD ( 7.) : 0.4

Samp Ie ID; 12 Sequence NO.; 00012

0.075

) ;

0.072

2-^7G^~S-O) :

(ug/L 43.3 RSD (7.) ; 0.4Mean cone ) :

sample ID; 13 Sequence NO.: 00013

58) :

) :

Mean Cone ( ug/L RSD <7.) ; 1.7) : 29.3 SD : 0.51

194

O . 066
0.194

42 . 1

0.065
0.193

4 1.9

Peak Height (A): 0.228
Background Pk Height (A); 0.065

Peak Height (A); 0.146
Background Pk Height (A); 0.057

»eak He i ght ( A ) ; 0.127 
Background Pk Height (A);

Peak He i ght < A); 0.147
Background Pk Height <A); 0.061

Peak He i gnt (A); 0.142 
Background Pk Height (A):

Peak Heignt (A); 0.221
Background Pk Height (A); 0.067

0.063
0.137

29.7 /

0.070
0.134

29.0

Peak Height (A); 0.224
Background Pk Heignt (A); 0.067

Peak Heignt (A); 0.225
Background Pk Height (A); 0.058

Peak Area (A-s): 0.195
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

) ;

0.066
0.117

25.3

Peak Area (A-s); 0.200
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 0.199
Concentration (ug/L ); 43.2

Peak Area (A-s); 0.201
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): o.200 
Concentration (ug/L ); 43.4

Peak Area (A-s): 0.194
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.117 
Background Pk Area (A-s); 
Blank corrected Pk Area 
Concentration (ug/L

o . 066 
(A-S): 0.116

25 2

Peak Area (A-s); 0.117
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration <ug/L

Peak Area (A-s); 0.137
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Sampler Position; 13

Peak Area (A-s); 0.134
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Sampler Position; 12

RSD (7. ) :0.11

0.17



Samp Ie ID: 14 00014Sequence No.

0.219

concentration (ug/L

278A) :

RSD(7. ) : 2.0Mean cone (ug/L ) : 48. 1 SD :

Sampler Position: 15NO.: 00015Samp Ie ID: 15 Sequence

) :

0.051

2786) :

RSD(7.) : 0.4SD : 0.12Mean Cone (ug/L 28.2) :

000 16Sequence No.Samp Ie ID: 16

Concentration (ug/L

93%) :

RSD ( 7. ) : 1 . 4SD : 0.66Mean Cone <ug/L > : 46.7

000 17Sequence No.Sample ID: 17

0.024

) :

-0.001
0.020

concentration (ug/L

1 C! 7

0.072
0.213

46.2

0.072
0.217

47.2

Peak Height (A): 0.014
Background Pk Height (A):

Peak Height (A): 0.242
Background Pk Height (A); 0.066

Peak He ight (A) ■. o . 159
Background Pk Height (A); 0.056

Peak Heignt (A): 0.244
Background Pk Height (A): 0.062

Peak Height (A): 0.016
Background Pk Height (A)

peak Height (A): 0.249
Background Pk Height (A): 0.065

Peak Height (A): 0.249
Background Pk Height (A); 0.064

Peak Heignt (A); 0.166 
Background Pk Height (A)

o . 022
0.003

0.6

Peak Area ( A-s) ■
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

0.061
0.131

28.3 7

0.069
0.219

47.4

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) ;

o . 064
0.130

28 . 1

0.026 
-0.002

-0.4

sampler Position: 16

o . 068 
(A-S): 0.225

48.8

Peak Area (A-s); 0.213
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.218
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.225 
Background Pk Area (A-s): 
Blank corrected Pk Area 
Concentration (ug/L

Sampler Position; 17

Peak Area (A-s); 0.130
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

99%
0.96

Peak Area (A-s): 0.003
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s). 0.131
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concent ration (ug/L

Sampler Position; 14



Ccnd-- CoQ- Co)
722.3RSD (7.) :0.66(ug/L 0 . 1 SD :Mean cone ) :

00018Sequence No. :Sample ID; 18

) ;

) :

Mean cone 32.9(ug/L ) :

sequence No. 000 19sample ID: 19

6i

0.062

6.2RSD ( 7. ) :Mean cone

Samp I er Pos i t i on ■■ 2000020Sequence No. ■■Sample ID:

y ; 0.066

) :

1 . 5RSD (7.) :SD : 0.62) : 42.2< ug/LMean co

Sampler Position;Sequence No. 0002 1samp Ie ID; 21

is greater than t;

0.111

) :

0.129

0.193
4 1.8

0.026
0.160

34.7

0.124
0 . 
'"o

0>^

Peak Heignt (A); 0.184
Background Pk Height (A): 0.022

Peak Heignt (A); 0.191
Background Pk Height (A): 0.023

0.121

196

Peak Heignt (A); 0.210
Background Pk He ig£Lt—<

Peak Heignt (A); 0.207
Background Pk Height (A);

Peak Heignt (A): 0.221
Background Pk Height (A); 0.067

0.208
round Pk Height (A);

Area 
-") :

The sample absorbance
Peak Area (A-s); 0.328
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.0 70^— 
^-S5TO . 

42.8

The sample absorb^wre is greater than that of the highest standard. 
Peak Area (A^X<0.354 Peak Height (A): 0.373
Backgrouper^k Area (A-s); 0.129 Background Pk Height (A):

o. 070 
o . 

39.2

0.076 
0 .

42.7

t of the nig£ifi^-^5tandard.

Peais-44€Tght ( A ) ■■ o . 378 
—-"background Pk Height (A):

Peak Area (A-s); 0.197
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s): 0.160
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

sampler Position; 18

Sampler Position; 19

Peak Area (A-s): 0.181
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.193
Background Pk Area (A-s); 
Blank corrected Pk 
concentration (ug>

Peak Area (A-s): 0.198
Background Pk Area (A-s); 
Blank Corrected Pk Area ( 
Concentration (ug/L

Peak Area (A-s); 0.144
Background Pk Area (A-s); 0.023
Blank corrected Pk Area (A-s): o. 
concentration (ug/L ); 31.1

) :



(g)
AS_CLP

As_data
L inear

Sampie ID: SequenceB l ank No. oooo 1 Sampler posi t i on■ 1

o. 008

RSD (7.) : 172.6SD : 0.0062Mean Pk Area (A-s); 0.004

Auto-zero performed.

00002sample ID; standard 1 sequence no . :

RSD ( 7. ) : 5.20.00440.084 SD :Mean Pk Area (A-s):

20.03Standard number 1 appl ied. c

00003Standard 2 Sequence No.sample ID:

) :

concentration (ug/L

RSD (7.) : 3.31.25SD :Mean Cone (ug/L ) : 38.0

35.0]Standard number 2 applied. c

00004sequence No.standard 3Sample ID:

197

Peak He i ght (A)■ 0.014
Background Pk Height (A): 0.021

o. 020
0.087

Peak Heignt (A): 0.012
Background Pk Height (A): 0.018

Peak Height (A): 0.110
Background Pk Height (A): 0.023

Peak Height (A): 0.195
Background Pk Height (A): 0.022

Peak Height (A): 0.207
Background Pk Height (A); 0.028

Peak Heignt (A); 0.112
Background Pk Height (A): 0.019

Peak Area (A-s): 0.160
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

0.029
0.156

37 . 1

Peak Area (A-s ) ;
Background Pk Area (A-s):
Blank corrected Pk Area (A-s).

0.030
0.164

38.8

0.020
-0.001

Sampler Position: 2

0.028
0.081

0.015
0.008

Peak Area (A-s): 0.091
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

sampler Position: 3

Element File; , 
Date: 11/03/87
Data storage File:
Technique: HGA

EIement: As
Time: 14:27
ID/we i ght File: 
Calibration Type:

Sampler Position. 4

Peak Area (A-s): 0.167
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

Peak Area (A-s): o.085
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

Peak Area (A-s): -0.001
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):



) :

0.246

) :

3.3RSD(7. ) :(ug/L ) : 52.7 SD : 1 . 73Mean cone

standard numoer 3 applied. t 50.03

sample ID: 5 sampler Position: 5Sequence No. 00005

) :

0.002

CwJt. Co&. Co)Concentration (ug/L

370.6RSD(7. ) :SD : 0.39Mean Cone -0 . 1(ug/L ) :

sampler Position: &00006sequence No. :

) :

) :

0.3RSD(7. ) :42.6 SD : 0.11Mean Cone ) :(ug/L

Sampler Position; 700007sequence No.Samp Ie ID; 7

) :

0.098

4.3( ug/LMean cone

198

|C\) '3-

0.100
21.7

peak Height (A): 0.013
Background Pk Height (A); 0.022

0.039
0.198

42.7

Peak Height (A); 0.288
Background Pk Height (A); 0.030

Peak Height (A); 0.294
Background Pk Height (A); 0.029

Peak Height (A). 0.014
Background Pk Height (A); 0.023

Peak Height (A); 0.123
Background Pk Height (A); 0.040

0.038
0.242

53.9

0.059
0 .

Peak Height (A): 0.256
Background Pk Height (A); 0.029

Peak Heignt (A); 0.255
Background Pk Height (A): 0.029

0.021
0.001

0.2

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area ( A-s ) ■■
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):
concentration (ug/L

0.041
0.231

5 1.4

Peak Area (A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

) ;

0.025 
-0.002

-0.4

Pmk Heignt (A): 0.124
Background Pk Height (A); 0.049

0.041 
(A-S): 0.197

42.5

Peak Area (A-s): 0.104
Background Pk Area (A-s); 0.053
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.235
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

27?
RSD ( 7. ) :

Peak Area (A-s): 0.202
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s); 0.201
Background Pk Area (A-s); 
Blank corrected Pk Area 
concentration (ug/L

sample ID: 6

Peak Area (A-s): 0.004
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

) :



NO.: 00008samp I e ID: 8 Sequence Sampler Position: 8

) :

) :

Mean Cone ( ua/L ) : 42.3 0.7

Sample ID: 9 sequence No. : 00009

) :

) :

Mean cone ( ug/L ) : 13.8 RSD < 7.) ; 3.3

Samp Ie ID: 000 1010 sequence No.

) :

93%) ■■

0.18 RSD ( 7.) :Mean Cone (ug/L ) : 33.3 SD :

Sampler position:ooo 1 1 1 1Samp Ie ID: 1 1 sequence No.

) :

) :

199

0.053
0.154

33 . 1

IWak Height (A): 0.082
Background Pk Heignt (A): 0.043

Peak Heignt (A): 0.262
Background Pk Heignt (A); 0.058

Peak Heignt (A): 0.088
Background Pk Height (A): 0.037

Peak Height (A): 0.146
Background Pk Height (A): 0.053

Peak Height (A): 0.243
Background Pk Height (A); 0.051

Peak Heignt (A): 0.136
Background Pk Height (A): 0.055

Peak Height (A): 0.209
Background Pk Height (A); 0.044

o . 063
0.195

42 . 1

Peak Height (A): 0.203
Background Pk Height (A): 0.048

0.066
0.120

25.9

0.042
0.065

14.1

0.061
0.197

42.5

0.6

0.068
0.120

25.9

0.049
0 .

13.4

Sampler Position: 9

X19+2.O
RSD (7.) ■

Peak Area (A-s): 0.157
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.124
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.124
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.201
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s); 0.199
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Sampler Position: 10

Peak Area (A-s): 0.158
Background Pk Area (A-s); 0.053
Blank corrected Pk Area (A-s): 0.155 
concentration (ug/L ); 33.4

Peak Area (A-s): 0.069
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.066
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

0.29

0.45



Mean cone (ug/L RSD ( 7.) : 0.0) :

00012samp Ie ID: 12 Sequence NO . :

> :

0.222

26/V-O) :

Mean Cone (ug/L ) : 47.5 SD : RSD <7.) ■ 1 . 1

Samp Ie ID: 13 Sequence No. ■■ 000 13

0.028

) ;

0.027

) :

RSD ( 7. ) :Mean cone (ug/L ) :

Samp Ie ID; 000 1414 sequence NO . :

) :

0.125

^83.7-3-0concentration (ug/L

RSD (7.) : 2 . 1Mean Cone (ug/L 25.8) :

NO . : 00015Samp Ie ID: 1 5 Sequence

o. 029

) :

0.031

) :

200

0.063
0.121

26 . 1

Peak Heignt (A): 0.259
Background Pk Heignt (A); 0.056

Peak Height (A): 0.257
Background Pk Height (A): 0.061

Peak Height (A): 0.036
Background Pk Height (A): 0.045

Peak Height (A); 0.148
Background Pk Height (A): 0.046

Peak Height (A); 0.029
Background Pk Height (A);

Peak Height (A); 0.144
Background Pk Height (A): 0.0460.061

0.118
25.4

0.056
0 . 

5.0

0.048
0.009

2.0

Peak Area (A-s);
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L

0.053
0.024

5.2

Peak Area (A-s)•
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) ;

0.069
0.222

47.9

Peak Heignt (A): 0.030
Background Pk Height (A);0.045

0.014
3 . 1

^8^
3.8

Peak Height (A): 0.035
Background Pk Height (A): 0.041

Peak Area (A-s): 0.121
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s ) ■■
Background Pk Area (A-s): 0.068
Blank Corrected Pk Area (A-s): 0.219 
concentration (ug/L ); 47.1

Peak Area (A-s): 0.226
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Sampler Position: 13

Sampler Position; 15

Sampler Position; 12

Sampler Position; 14

Peak Area (A-s); 0.013
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concent ration (ug/L

Peak Area (A-s); 0.018
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

0.50

0.54

0.19



3 ^8 3
RSD(7.) : 29 . 42.5 SD : 0.75Mean cone (ug/L ) :

Sequence No . 00016

Concentration (ug/L

2,6 3 4 SLO> ■■

1. 1RSD(7.) :24 . 1Mean cone (ug/L ) :

17sampler Position:Sequence No. ■■ 00017Samp Ie ID; 17

-0.004

) :

to)) : 4%
RSD(7.) : 15 1.91.23-0 . S SD :Mean Cone (ug/L ) :

1 8Sampler Position:000 18Sequence No.samp Ie ID: 18

O . 028

) :

0.024

QxhajL- CclQ -) :

RSD(7. ) : 6.035.3Mean cone (ug/L ) :

NO . : 000 19Sample ID: 19 Sequence

) :

0.046

201

Peak Height (A): 0.014
Background Pk Height (A): 0.026

0.037
0.157

33.8

Peak Height (A): 0.013
Background Pk Height (A): 0.009

0.054
0.113

24.3

Peak Height (A); 0.156
Background Pk Height (A): 0.039

peak Height (A): 0.148
Background Pk Height (A); 0.035

0.059
0.038

8.2

0.062
0.043

-0.014
0.000

0 . 1

Peak Heignt (A)-- 0.057
Background Pk Height (A): 0.042

Peak Height (A): 0.179
Background Pk Height (A):

Peak Height (A): 0.196 
Background Pk Height (A):

Peak Heignt (A): 0.061
Background Pk Height (A): 0.043

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s) ■■
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

0.056
0.111

24.0

Peak Area (A-s): 0.160
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration <ug/L

Peak Area (A-s): 0.116
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) .

Peak Area (A-s); 0.115
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
Concentration (ug/L

sampler Position: 16

sampler Position; 19

o. 039 
-0.008 

-1.7

Peak Area (A-s): 0.041
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.004
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concent ration (ug/L

Peak Area (A-s): 0.174
Background Pk Area (A-s); 0.027
Blank corrected Pk Area (A-s); 0.171 
concentration (ug/L ): 36.8

samp Ie ID: 16

0.26

2.13



concent ration (ug/L ) : 9.2

Mean cone <ug/L 8.7 0.73 RSD (7. ) : 8.4) :

Sample Sequence No.: 00020 Sampler Position: 20

) :

) :

Mean Cone (ug/L ) : 30.2 1 . 14 RSD (7.) :

Sample ID: 7 Sequence No. 0002 1

) :

6? ^2 85) :

Mean cone (ug/L ) : 6 . 1 SD : 0.06 RSD ( 7. ) : 0.9

Sampie ID: 8 Sequence No. 00022 sampler Position: 8

) :

) :

Mean cone (ug/L ) ; 27 . 1 RSD (7. ) : 1.4

Samp Ie ID: 9 Sequence No. 00023 Sampler Position; 9

0.057

) :

0.073

Peak. Heignt (A); 0.044
Background Pk Height (A); 0.031

0.065
0.144

31.0

Peak Height (A); 0.150
Background Pk Height (A): 0.041

Peak Heignt (A); 0.042
Background Pk Height (A); 0.034

Peak He ight <A): 0.171
Background Pk Heignt (A); 0.045

Peak Height (A); 0.174
Background Pk Height (A);

Peak Height (A): 0.159
Background Pk Height (A): 0.047

Peak Height (A): 0.165
Background Pk Height (A);

Peak Heignt (A); 0.167
Background Pk Height (A); 0.046

0.063
0.141

30.3

0.051
0.127

27.4

0.037
0.028

6 . 1

0.037
0.029

6.2

0.052
0.125

26.8

sampler Position: 7

Peak Area (A-s): 0.135
Background Pk Area (A-s);

Peak Area (A-s): 0.144
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s): 0.147
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s): 0.128
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

Peak Area (A-s): 0.131
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concentration (ug/L

ID: 20

Peak Area (A-s); 0.032
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.061

20.2

Peak Area (A-s); 0.140
Background Pk Area (A-s); 0.067
Blank Corrected Pk Area (A-s); 0.136
Concentration (ug/L ); 29.4

Peak Area (A-s): 0.032
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

SD : 3.8

0.39

SD :



28b) :

RSD ( %): 4.729.3 1.39Mean cone (ug/L ) :

10Sampler Position;Sequence No.; 00024Sample ID; 10

0.225

) ;

) ;

RSD ( 7. ) :1 . 52(ug/L ) : 48.9Mean cone

Sampler Position; 1 1Sequence No.; 00025Samp Ie ID; 1 1

0.046

) :

) :

5.9(ug/L ) : 9.6Mean cone

Sampler Position; 1 2No . : 00026Samp Ie ID; 12 sequence

) ;

287+20concentration (ug/L

2.2RSD (7.) ;Mean Cone (ug/L ) ; 31.9

sequence No.; 0002713Samp Ie ID;

) ;

Peak Height (A); 0.0810.068Peak Area (A-s)■

203

Blank Corrected Pk Area 
concentration (ug/L

0.057
0.150

32.4

Peak Height (A); 0.069
Background Pk Height (A); 0.041

peak Heignt (A); 0.279
Background Pk Height (A); 0.065

Peak Height (A); 0.078
Background Pk Height (A); 0.039

Peak Height (A); 0.065
Background Pk Height (A); 0.041

Peak Height (A); 0.183
Background Pk Height (A); 0.044

peak He ight (A) ; 0.181
Background Pk Height (A); 0.043

Peak Height (A); 0.272
Background Pk Height (A); 0.067

0.052
0.054

11.6

0.062
0.146

31.4

0.077
0.232

50.0

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L ); 47.8

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

0.054
0.046

10.0

0.054
0.043

9.2

28b
3 . 1

peak Area (A-s); 0.154
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.149
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) ;

Peak Area (A-s); 0.235
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.057
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L

Sampler Position; 13

(A-S); o.132
28.4

0.081
0.222

Peak Area (A-s); 0.050
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

SD :

0.57 RSDC/. ) ;

0.71



Background Pk Height (A): 0.039

) :

RSD(7. ) ■■12.7Mean cone (ug/L ) :

14Sampler Position:0002SSequence No. ■■

0.053

^88^20) :

7.2RSD(7.) ;32.5Mean cone (ug/L ) :

sequence No.: 00029samp Ie ID: 15

0.001

Concentration (ug/L

o . 030

Z-P) :

SD : 0.48-1.0Mean Cone ( ug/L ) :

Sampler Position: 1600030NO . :sequenceSamp Ie ID: 16

) :

) :

RSD < 7.) : 0.0Mean Cone (ug/L ) : 35 . 1

sequence No. 00031Samp Ie ID: 17

) :

204

Peak Height (A): 0.016
Background Pk Height (A): 0.025

Peak Height (A): 0.011
Background Pk Height (A); 0.022

peak Height (A): 0.024
Background Pk Height (A): 0.033

Peak Height (A): 0.200
Background Pk Height (A)

0.051
0.159

34.2

Peak He ight (A) ■■ o . 198
Background Pk Height (A): 0.049

Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

peak Height (A): 0.199
Background Pk Height (A); 0.024

Peak Height (A); 0.197
Background Pk Height (A): 0.024o . 036

0.163

-0.006 
-1.3

Peak Area (A-s):
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

0.052

0.048
0.011

2.4

0.030 
-0.003

-0.6

Peak Area (A-s): 0.166
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L ): 35.1

Peak Area (A-s): 0.015
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Sampler Position: 17

Sampler Position: 15

Peak Area (A-s): -0.002
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concent ration (ug/L

288
12.9

Peak Area (A-s); 0.167
Background Pk Area (A-s); 0.034
Blank Corrected Pk Area (A-s): 0.163 
concentration (ug/L ); 35.1

Peak Area (A-s): 0.147
Background Pk Area (A-s); 0.062
Blank Corrected Pk Area (A-s): 0.143 
concentration (ug/L ): 30.9

Peak Area (A-s): 0.162
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L ):

sample ID: 14

0.064
13.9

2.34

RSD ( /• ) :

0.01



5) : 2 . S

Mean Cone 2.6 SD : 0.29(ug/L ) :

SequenceSamp Ie ID: 18 NO.: 00032

) :

) :

Mean cone RSD (7. ) :(ug/L 24.9 2 . 1) :

Samp Ie ID: Sequence No. ■■ 000331 9

) :

3 597concentration (ug/L

RSD (7.) : 15.9Mean Cone (ug/L ) ; 3.3 SD : 0.53

Sequence 00034NO . :

) :

597770concentration (ug/L

RSD ( 7.) : 2.2Mean Cone (ug/L ) : 24.3

sampler Position: 21Sequence No.: 00035Sample ID: 21

) :

205

Peak Height (A): 0.030
Background Pk Height (A); 0.034

0.052
0.114

24 . 6

Peak Height (A): 0.148
Background Pk Height (A): 0.039

Peak Height (A); 0.1 <51
Background Pk Height (A): 0.038

Peak Height (A); 0.034
Background Pk Height (A): 0.028

Peak Height (A): 0.158
Background Pk Height (A); 0.035

Peak Height (A): 0.026
Background Pk Height (A); 0.027

Peak He ignt (A): 0. 143
Background Pk Height (A): 0.038

0.054
0.036

7.8

0.046
0.013

0.049
0.117

25.3

0.039
0.017

3.7

Peak Heignt (A): 0.064
Background Pk Height (A): 0.039

0.040
0.014

3.0

sampler Position: 20

Peak Area (A-s): 0.021
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.121
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.117
Background Pk Area (A-s);
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.016
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
Concentration (ug/L

sampler Position: 1®

Peak Area (A-s): 0.040
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concentration (ug/L

sample ID: 20

Sampler Position: 18

Peak Area (A-s): 0.017
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.118
Background Pk Area (A-s): 0.051
Blank corrected Pk Area (A-s); 0.115 
Concentration (ug/L ): 24.7

Peak Area (A-s): 0.115
Background Pk Area (A-s): 0.051
Blank Corrected Pk Area (A-s): 0.111

): 24.0

RSD( /•) :

0.52

0.53



s 238#) :

7.7 0.10 RSD(7.) ■ 1.2Mean Cone (ug/L ) : SO :

Sequence 00036NO .

) :

2W) :

Mean cone ) : RSD(7. ) : 3.6< ug/L 28.3

Samp Ie ID: 23 sequence 00037NO . :

) :

9 2988) :

Mean cone (ug/L SD : 1.22 RSDC/.) : 13.4) : 9 . 1

00038 Sampler Position: 24Sequence NO . :

Concentration (ug/L

concentration (ug/L

RSD (7.) :Mean Cone SD : 7.2( ug/L ) : 31.2

Sampler Position: 25Samp Ie ID; Sequence No. 0003925

208

0.057
0.135

29 . 1

0.062
0.137

29.6

0.053
0.152

32.8

Peak He ignt < A ): 0.183
Background Pk Heignt (A): 0.042

Peak Height (A): 0.038
Background Pk Height (A): 0.031

Peak Height (A): 0.185
Background Pk Height (A): 0.050

Peak Height (A): 0.066
Background Pk Height (A > 0.039

Peak Height (A): 0.056
Background Pk Height (A); 0.041

Peak Heignt (A): 0.189
Background Pk Height (A): 0.045

Peak Height (A); 0.195
Background Pk Height (A): 0.047

0.054
0.038

8.2

0.057
0.036

7.7

Peak Area (A-s): 0.050
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); 0.039
Background Pk Area (A-s);
Blank corrected Pk Area (A-s): 
concentration (ug/L

0.047
0.046

10.0

0.047
0.020

0.061 
(A-S): 0.128

27.6

Sampler Position: 23

sampler Position: 22

Peak Height (A); 0.062
Background Pk Height (A): 0.045

Peak Area (A-s): 0.132 
Background Pk Area (A-s): 
Blank corrected Pk Area 
concentration (ug/L

Peak Area (A-s); 0.141
Background Pk Area (A-s):
Blank corrected Pk Area (A-s):

) :

Peak Area (A-s): 0.138
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s): 0.024
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

sample ID: 22

Sample ID: 24

Peak Area (A-s): 0.156
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Peak Area (A-s): o.042
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

1.01

2.25



4.3Concentration (ug/L ) :

0.025

6) :

4.5 SD : 0.18 RSD ( 7.) :Mean cone (ug/L ) ;

Sequence 00040NO .

0.123

concentration (ug/L

0.03©

5.?? /=2jS>) :

RSD (7.) : 0.20.0625.6Mean Cone (ug/L ) :

Sampler Position: 27Sequence No. ■■ 0004 1samp Ie ID: 27

-0.001

) :

. CcC?. Ctc (c>)) :

569.91 . 45 RSD (7.) ;SD :-0 . 1( ug/L ) :Mean cone

Sequence No.; 00042

) :

C^. Cat Stt Cse)37.concentration (ug/L

RSD (7. ) : 0.6SD : 0.22) : 36.9(ug/LMean Cone

Sampler Position; 2900043Sequence No.;29samp Ie ID:

0.042

207

0.036
0.172

37.1

Peak Height (A); 0.155
Background Pk Height (A); 0.041

Peak He i ght (A) ; 0.027
Background Pk Height (A); 0.025

Peak Height (A); 0.159
Background Pk Height (A)

0.026
0.005

1 . 0

0.051
0.119

25.6

Peak Height (A); 0.191
Background Pk Height (A): 0.029

Peak Height (A); 0.207
Background Pk Height (A): 0.026

Peak Heignt (A): 0.013
Background Pk Height (A); 0.028

o. 034
0.170

36.7

Peak Area (A-s):
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

peak Height (A); 0.022
Background Pk Height (A); 0.026

Peak Area ( A-s)
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);

) ;

0.042
0.021

4.6 ^9?
4 . 1

sampler Position; 26

Peak Area (A-s); 0.175
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.174
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s);

) ;

peak Height (A); 0.028
Background Pk Height (A); 0.030

sample ID; 28

sample id 26

Peak Area (A-s); 0.016
Background Pk Area (A-s);

Sampler Position; 28

Peak Area (A-s); 0.008
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L

0.036 
-0.005

-1.1

Peak Area (A-s); 0.122
Background Pk Area (A-s); 0.052
Blank corrected Pk Area (A-s); 0.119
Concentration (ug/L ); 25.6

SD :



) :

0.014

concent ration (ug/L

£ . 5Mean cone (ug/L ) : 14.2

Sequence No.; 00044

) :

) :

Mean Cone (ug/L 25.7) :

00045 Sampler Position; 31Sample ID; 31 sequence No. ;

0.010

) ;

301) :

Mean Cone (ug/L ) ; 1.7 SD ; 0.55 RSD(7. ) : 32.2

00046Sequence No. ■■

) ;

3o I) :

RSD(7.) :Mean cone < ug/L 22.9 0.49 2.2) :

Sampie Io33 Sequence No.; 00047

0.026Peak. Area ( A-s ) ; 0.010 Peak. He i gnt ( A ) ;

208

Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak He i gnt (A); o. 151
Background Pk Height (A); 0.036

peak Height (A); 0.020
Background Pk Height (A); 0.034

Peak He i ght (A); 0.151
Background Pk Height (A); 0.037

Peak Height (A); 0.028
Background Pk Height (A); 0.031

0.038
0.010

2 . 1

peak He ight (A > ■■ 0.154
Background Pk Height (A); 0.033

0.051
0.105

22.6

0.049
0.108

23.3

Peak Height (A); 0.160
Background Pk Height (A); 0.036

0.013
2.7

0.044
0.006

1 . 3

0.049
0.122

26.2

0.050
0.117

25 . 1

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s);
Concentration (ug/L

Peak Area (A-s);
Background Pk Area (A-s)
Blank corrected Pk Area (A-s);

) ;

o. 047
0.010

2.2

Sampler Position; 33

Sampler Position; 30

Peak Area (A-s); 0.108
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L.

Peak Height (A); 0.022
Background Pk Height (A); 0.027

Peak Area (A-s); 0.120
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.111
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.125
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Samp Ie ID; 30

Samp Ie ID; 32 sampler Position; 32

Peak Area (A-s); 0.013
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s); 
concentration (ug/L

o . 35 RSD(7. ) :

0.77 RSD( 7. ) :



Background Pk Height (A): 0.028

) :

0.011

302-) :

(ug/L ) :Mean Cone 1 . 5 0.26 RSD("/. ) : 17.4

Sequence No. 00048 Sampler Position: 34

) :

Concentration (ug/L

6.4Mean cone (ug/L ) : 22.7

00049NO . ;Sample ID: 35 Sequence

0.041

) :

-0.002
0.039

-0.006

.2 303) :

RSD(7. ) : 33.3-1.0 SD : 0.33Mean Cone ( ug/L ) :

Sequence No.■ 00050

) ;

3oz) :

RSD ( 7. ) : 6.720.6Mean Cone ( ug/L ) :

Sequence No. ■■ 0005 1Samp Ie ID: 37

209

Peak Height (A): 0.014
Background Pk Height (A)-. 0.025

Peak Height (A): 0.139
Background Pk Height (A): 0.026

Peak Heignt (A): 0.024
Background Pk Height (A); 0.027

Peak He ight (A) ; 0.151
Background Pk Height (A): 0.032

Peak Height (A): 0.153
Background Pk Height (A); 0.032

Peak Height (A): 0.142
Background Pk Height (A): 0.030

0.048
0.110

23.7

-0.004 
-0.8

Peak Area ( A-s) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concent ration (ug/L

Peak Area ( A-s ) ■■
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L ): -1.2

sampler Position: 35

0.041
0.100

21.5

Sampler Position: 36

Peak Height (A); 0.015
Background Pk Height (A); 0.026

sampler Position: 37

Peak Area (A-s): 0.113
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concent ration (ug/L

Peak Area (A-s): 0.094 
Background Pk Area (A-s): 
Blank Corrected Pk Area 
Concentration (ug/L

Peak Area (A-s): 0.103
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
Concentration (ug/L

0.041
0.008

1 . 7

samp Ie ID; 36

Samp Ie ID: 34

0.049 
(A-S): 0.091

19.6

Background Pk Area (A-s): 0.046
Blank Corrected Pk Area (A-s): 0.006 
concentration (ug/L ): 1.3

Peak Area (A-s): 0.000
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
Concent ration (ug/L

Peak. Area (A-s): 0.104
Background Pk Area (A-s): 0.050
Blank Corrected Pk Area (A-s); 0.100

) : 2 1.6

1 . 46 RSD(7») :

SD :



) :

0.008
0.026

4-2) :

RSD (7.): 136.00.4 SD : 0.61( ug/L ) :Mean Cone

00058Sample ID; 38 Sequence No .

) :

) :

RSD ( 7. ) :19.2(ug/L ) :Mean cone

00053NO .sequencesample ID: 39

> :

6W c^. &>)) :

36.9RSD (7.) :0.13SD :-0.4(ug/L ) :Mean cone

00054NO .Sequence

) :

M Cs3)) :

RSD (7.) : 1.6SD : 0.5835.7Mean cone (ug/L ) :

210X-z

Peak Heignt (A): 0.017
Background Pk Height (A); 0.025

0.048
0.087

18.8

0.037
0.167

36 . 1

Peak Heignt (A); 0.014
Background Pk Height (A): 0.010

Peak Heignt (A): 0.015
Background Pk Height (A); 0.010

Peak Height (A): 0.014
Background Pk Height (A)

0.037
0.163

35.2

???????????????????????????????????????????????????????????????????????????????? 
? ? ?? ? ?? ? ????????? ? ??? ? ???????????????????????????????????????????? 3 f @? ??? 7gy

peak Height (A): 0.139
Background Pk Height (A): 0.029

Peak Heignt (A); 0.184
Background Pk Height (A): 0.023

Peak Height (A): 0.197
Background Pk Height (A): 0.026

Peak Heignt (A): 0.137
Background Pk Height (A); 0.033

-0.017 
-0.001

-0.3

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):
Concentration (ug/L

O . 032
0.004

0.9

0.033
0.000

0.0

sampler Position: 39

3o)
2.5

Peak Area (A-s): 0.171
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s): 0.167
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s): 0.004
Background Pk Area (A-s):
Blank corrected Pk Area (A-s): 
concent ration (ug/L

Peak Area (A-s): o.094
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):
Concentration (ug/L

Peak Area (A-s); 0.091
Background Pk Area (A-s):
Blank corrected Pk Area (A-s); 

.concentration (ug/L

-0.019
-0.002 

-0.5

42

Peak Area (A-s): 0.002
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

0.051
0.090

19.5

Samp Ie ID; 40 Sampler Position: 40

Sampler Position. 38

Peak Area (A-s); 0.001
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s): 
concentration (ug/L

0.48



ANALYTICAL WORKSHEET

Atomic Absorption

SERVICE REQUEST NUMBERMATERIAL

MATRIX

P b
*3>

I -O I -o1-0!O 1.0

l-o {xyrty

o°^ O .°1

Ji

ANALYST DATE NBNUMBER

WITNESS DATE

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

Calculations;

Comments:

Sensitivity 3^ (mq/L) OO3Z5

Integregation Time (sec)

o oH3)

lolt°)l?5T 
ZAO-->7

1. Sample Number

2. Flask Number

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(___________)

b. Obs. Conc(__________ ) Q O

c. Obs. Conc(__________ )_______

9. Ave Sam Conc(______ )_______

10. Blank(_______________ )_______

11. Net=L.9-L.10( )_______

12. Sample Conc.(_______ )_______

______________________________________________

O -Z)i co co

_____________ DATA_______________ __________________________

i oppm -.. - —

ANALYSIS FOR

1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(___________)

c. Obs. Conc(___________)

9. Ave Sam Conc(_______ }

10. Blankf)

11. Net=L.9-L.10( )

12. Sample Conc.()

PAGE NUMBER C£



ANALYTICAL WORKSHEET

Atomic Absorption

SERVICE REQUEST NUMBERMATERIAL -tL- JX- IG? /^FL

ANALYSIS FOR MATRIX

Pi>
PjX. I-Qppm-

Q.°)O O>1

I'O ppnn -s&

)

1-0

ANALYST □ATE NB NUMBER

A5 io/.xi ler?
WITNESS □ATE PAGE NUMBER

/ / -■? - s 7

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

Calculations:

Comments:

Sensitivity 3-O (mg/L)0-050 

[ntegregation Time (sec) --1

________
OU JL7 — d>

O Ol x o Go~l PTA

DATA

- 212

1. Sample Number_______

2. Flask Number________

3. Sample Aliq(________ )

4. % OP_____________

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(___________)

b. Obs. Conc(___________)

c. Obs. Conc(___________)

9. Ave Sam Conc(______ )

10. Blank(_______________ )

11. Net=L.9-L.10( )

12. Sample Conc.()

1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(___________}

c. Obs. Conc(___________)

9. Ave Sam Conc(_______ )

10. B1ank()

11. Net=L.9-L.10( )

12. Sample Conc.()



ANALYTICAL WORKSHEET

Atomic Absorption

SERVICE REQUEST NUMBERMATERIAL

MATRIXANALYSIS FOR

Pb

FSUC

|,Q I -OI ,O I I- I

lo pprrv

c>

uo

- xoooHAp
< s»cA-\ps-e^L

ANALYST DATE NB NUMBER

WITNESS □ATE 213PAGE NUMBER

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

Calculations;

Comments:

Sensitivity (mq/L)

[ntegregation Time (sec)

l

■lSp£ZZL -I ■ O' I (0

loi^gn

/p 3 - x 7

fu

■hcJi £1^ pV)

______________ _

O <31 (YY <25 ,(_p~)
____________ DATA_____________________________________________

|(-Qflpro|--------------| —~

■Cc^ cxA\

KCS

1. Sample Number_______

2. Flask Number________

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(__________).

b. Obs. Conc(__________) O O

c. Qbs. Conc(__________)________

9. Ave Sam Conc(______ )________

10. B1ank(______________ )________

11. Net=L.9-L.10( )________

12. Sample Conc.()

1. Sample Number

2. Flask Number

3. Sample A1iq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(__________ )

c. Qbs. Conc(__________ }

9. Ave Sam Conc(_______ )

10. Blank()

11. Net=L.9-L.10( )

12. Sample Conc.f)



ANALYTICAL WORKSHEET

Atomic Absorption

SERVICE REQUEST NUMBERMATERIAL
iCe

MATRIXANALYSIS FOR

3EZ O pprr'}1

0.0 Q,O

0.0Q> .Q

5^300

)

ANALYST DATE N8 NUMBER

to I c3) I&7
WITNESS 214PAGE NUMBER

• ‘w'

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

. J

Pb

Calculations;

Comments:

_L_1
1

)|O.O

o. o

Sensitivity ,O\mq/L) ■ O

Integregation Time (sec) 

H >1
]
j
j
j
]
)

DATE

//- 3-W

o. e
o.q>

O 5» ^UfOC^O.GT! mHCt

DATA

1. Sample Number_______

2. Flask Number______

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc(

b. Obs. Conc(

c. Obs. Conc(

9. Ave Sam Conc(

10. Blank(

11. Net=L.9-L.10(

12. Sample Conc.(

IP

1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs, Concf)

b. Obs. Conc()

c. Obs. Conc(__________ )

9. Ave Sam Conc(_______ )

10. Blank(}

LI. Net»L.9-L.10( )

L2. Sample Conc.()

6LK.



ANALYTICAL WORKSHEET

Atomic Absorption

material

ITRIXANALYSIS FO
o3i Hc-g

Opprr>

)

o« o o. o
o . o

)

5.^>

Integregation Time (sec)

ANALYST DATE NB NUMBER

WITNESS □ATE PAGE NUMBER

215

Weyerhaeuser Company 
Analytical Laboratories 

Tacoma, Washington

Sensitivity ^c) (mq/L)l ° Q3°Calculations:

Comments:

e. o

c-l 0) .0
O: O oh

SERVICE REQUEST NUMBER

Iioi-J Cl

"~1C

r
1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % 00

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(___________)

b. Obs. Conc(__________ ) O ■

c. Obs. Conc(__________ )_________

9. Ave Sam Conc(_______ )_________

10. Blank(_______________)_________

11. Net=L.9-L.1Q( )_________

12. Sample Conc.()

1. Sample Number

2. Flask Number

3. Sample A1iq(

4. % 00

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(___________}

c. Obs. Conc(__________ )

9. Ave Sam Conc(_______ }

10. Blank()

11. Net=L.9-L.10( )

L2. Sample Conc.()

DATA

iQJ - j



ANALYTICAL WORKSHEET

Atomic Absorption

SERVICE REQUEST NUMBERMATERIAL

ANALYSIS FOR

^<05-=S

I

0,0

o. o

]

[ntegregation Time (sec)

ANALYST □ATE NB NUMBER

~ie>
¥c.WITNESS □ATE PAGE NUMBER

216

MATRIX

PJb

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

Sensitivity A O(mq/L)| O -O^OCalculations:

Comments:

Q, o
I .o

( -OH±L

3.0

i

Q ,O

0.0

/A 3 - ^~7

IX o-5i rn

--------------------- oIm----- ---------------------------------------

lcJ\) -j1. Sample Number

2. Flask Number________

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(___________) O > O

b. Obs. Conc(___________) O ,<Q

c. Obs. Conc(__________ )________

9. Ave Sam Conc(_______ )________

10. Blank(_______________)________

11. Net=L.9-L.10( )________

12. Sample Conc.()

1. Sample Number

2. Flask Number

3. Sample A1iq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(___________)

c. Obs. Conc(___________)

9. Ave Sam Conc(________ )

10. Blank()

11. Net=L.9-L.10( )

12. Sample Conc.()



ANALYTICAL WORKSHEET

Atomic Absorption

MATERIAL

ANALYSIS FOR

3EZ o ppmmcs-1

pprm

)

Comments:

ANALYST □ATE NB NUMBER

WITNESS □ATE PAGE NUMBER

217

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

Sensitivity 3 O(mg/L) [calculations:

Integregation Time (sec)l Al

Lo
O

o -O
Q. O

S. o

O »<s>

o

/a ry

O -O 
-o- I

SERVICE REQUEST NUMBER

o Gfi On htct

1. Sample Number

2. Flask Number

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs, Conc(___________)

b. Obs. Conc(___________)

c. Obs. Conc(___________)

9. Ave Sam Conc(_______ )

10. Blank(_______________ )

11. Net=L.9-L.10( )

12. Sample Conc.()

[yUo OLOj Lzy
V MATRIX

G

1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % 0D

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Canc()

b. Obs. Conc(___________}

c. Obs. Conc(___________)

9. Ave Sam Conc(_______ }

10. Blank!} 

LI. NetsL.9-L.10( )

12. Sample Cone.!)

0.0

O

0
DATA

H H



ANALYTICAL WORKSHEET

Atomic Absorption

MATERIAL

4 MATRIX
ANALYSIS FOR

Pb

TO

cd ppm

o , O

—CD , ]

'5 ppm

[ntegregation Time (sec)

ANALYST DATE N8 NUMBER

WITNESS DATE PAGE NUMBER 21.8

Sensitivity (mq/L)l

_____

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

3

//-

Calculations;

Comments:

1.0
LO

o
O ■ ^3

l6. 1
o -O

]
j
]
]
)

SERVICE REQUEST NUMBER

iCo I D Cx.

ZL/5
7T

1. Sample Number_______

2. Flask Number________

3. Sample Aliq(;

4. % OP_________________

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc(

b. Obs. Conc(

c. Obs. Conc(

9. Ave Sam Conc(

10. Blank(________

11. Net=L.9-L.10(

12. Sample Conc.(

o m O'bi rnHcc
_______________DATA

LX_A mTczjl
IG\) - 1

1. Sample Number

2. Flask Number

3. Sample Aliq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Concf)

b. Obs. Conc(___________)

c. Obs. Conc(__________ )

9. Ave Sam Conc(________ )

10. Blank()

11. Net=L.9-L.10( )

12. Sample Conc.()



0
ANALYTICAL WORKSHEET

Atomic Absorption

material

rrx 5-r5

0,0
0,0

3 ppm

)

[ntegregation Time (sec)

ANALYST □ATE NB NUMBER

WITNESS DATE 319PAGE NUMBER

Weyerhaeuser Company
Analytical Laboratories

Tacoma, Washington

/A 3- *7

o, 1 
o

LO
I ,o

Sensitivity 3-0 (mq/L)l ° O^-l^Calculations:

Comments:

1 -j-bvx^

MATRIX

0,0

0-0

o 3' 'O^0,0 mnc^
DATA

5,0

5.0

HZI
±LH

yC

SERVICE REQUEST NUMBER

ILd l~X 2P

OP 
o o

1. Sample Number_______

2. Flask Number________

3. Sample Aliq(________ )

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL)

8a.0bs. Conc(__________ )

b. Obs. Conc(___________)

c. Obs. Conc(___________)

9. Ave Sam Conc(______ )

10. Blank(_______________ )

11. Net=L.9-L.10( )

12. Sample Conc.f)

1. Sample Number

2. Flask Number

3. Sample A1iq(

4. % OP

5. Initial Dilution(mL)

6. Second Aliquot (mL)

7. Second Dilution (mL) 

8a.0bs. Conc()

b. Obs. Conc(__________ )

c. Obs. Conc(___________)

9. Ave Sam Conc(_______ )

LO. B1ank() 

LI. Net»L.9-L.10( )

L2. Sample Conc.()

analysis for

Pb



PB_CLP

Pb_data
L i near

Sampler Posi t ion: 1B l ank Sequence No. : 0000 1Samp Ie ID;

0.008

44.8BSD (7. ) :Mean Pk Area (A-s): O . 006 SD : 0.0027

Auto-zero performed.

00002Sample ID; Standard 1 sequence no .

0.099

4.5RSD(7.) ■■SD : 0.0043Mean Pk Area (A-s): O . 096

standard number 1 applied. [ 20.0 J

00003standard 2 Sequence No.samp Ie ID:

0.174

Concentration (ug/L

) :

BSD (7.) 2.0SD : 0.71(ug/L ) : 34.7Mean cone

220

//-

Peak Height (A): 0.017
Background Pk Height (A): 0.030

0.010
0.099

Peak He ight (A)= 0 .157
Background Pk Height (A): 0.034

Peak He i ght < A): o.250
Background Pk Height (A): 0.050

Peak Heignt (A): 0.245
Background Pk Height (A): 0.055

Peak Heignt (A). 0.013
Background Pk Height (A): 0.030

O . 024
0.164

34.2

Peak Area <A-s):
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

Peak Area (A-s);
Background Pk Area (A-s);
Blank corrected Pk Area (A-s):

Peak Area (A-s) :
Background Pk Area (A-s);
Blank Corrected Pk Area (A-s):

) :

0.026
0.169

35.2

-0.005
0.004

-0.010
0.008

0.016
0.093

sampler Position. 3

sampler Position: z

Element File: i 
Date: 11/04/87 
Data Storage File:
Technique: HGA

Peak Height (A): 0.148
Background Pk Height (A): 0.034

Peak Area (A-s): 0.170
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); 0.105
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s);

Peak Area (A-s); 0.004
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

Element: Pb
Time: 9:10
ID/We i ght File: 
cal i brat i on Type=



standard number 2 app I ied. c 35.01

Sample ID: Standard 3 sequence No. : 00004 sampler Pos i t i on: 4

> :

0.235

concentration (ug/L

Mean Cone ( ug/L ) : 48 . 1 SD : 0.18 RSDC/.) : 0.4

Standard number 3 appl ied. t 50.01

Sample ID; 5 Sequence No . ■■ 00005 Sampler Position: 5

) :

■ C&-&-) :

RSD(7. > : 26.5Mean Cone (ug/L -o . 5 SD : 0.13) :

sequence 00006NO . :

0.082

) :

Concentration (ug/L

RSD(7. ) : 0.9SD : 0.45Mean Cone (ug/L ) : 48.6

Sequence No. 00007Samp Ie ID. 7

) :

221
Peak Heignt (A); 0.1050.053Peak Area (A-s):

Peak Height (A): 0.375
Background Pk Height (A);

Peak Height (A): 0.010
Background Pk Height (A); 0.028

0.228
47.9

Peak He ight (A): 0.314
Background Pk Height (A): 0.068

Peak Height (A): 0.104
Background Pk Height (A); 0.027

Peak Height (A); 0.328
Background Pk Height (A); 0.0700.038

0.229
48.2

-0.005 
-0.003

-0.6

Peak Height (A): 0.356
Background Pk Height (A): 0.076

-0.007 
-0.002

-0.4

Peak Height (A): 0.014
Background Pk Height (A); 0.021

Peak Area ( A-s ) ■■
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s):

) :

Sampler Position: 6

sampler Position; 7

0.011
0.049

Peak Area (A-s): o.230
Background Pk Area (A-s); 0.043
Blank corrected Pk Area (A-s): 0.224 
Concentration (ug/L ); 48.3

Peak Area (A-s); 0.055
Background Pk Area (A-s):
Blank corrected Pk Area (A-s);
concentration (ug/L >: 10.6

Samp Ie ID; 6

Peak Area (A-s): 0.234
Background Pk Area (A-s): 0.043
Blank corrected Pk Area (A-s); 
Concentration (ug/L

Peak Area (A-s); 0.004
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s); 
concentration (ug/L

Peak Area (A-s); 0.003
Background Pk Area (A-s):
Blank Corrected Pk Area (A-s): 
concentration (ug/L

Peak Area (A-s); 0.233
Background Pk Area (A-s): 0.045
Blank Corrected Pk Area (A-s): 0.227

): 49.0




